overlaps between different samples of each patient. For each patient we computed pairwise overlaps among all samples, the high overlap rate obtain a darker shade of blue in the heat map. (B) Spatial heterogeneity of TIL clonotype in HCC patients. Heat maps show the regional distribution of TOP100 from all tumor samples of each patient. T cell clones identified in its original regions showed purple, otherwise light grey. Column close to heat map show three categories of TIL populations: TILs present in all regions were defined as ubiquitous (salmon), in more than one but not all regions were considered as shared (modena) and in one region was regarded as private (light-blue). Both shared and private TILs were heterogeneous. Patient identification is showed on the top of figure. Then, the percentage of ubiquitous TIL clones of each patient is indicated. Next, lesion names in the form of regional identification. (C) Regional frequencies of the 100 most abundant T cell clones. The 100 most abundant TIL clones showed in heat maps identified as the highest regional frequencies throughout five biopsy regions of each tumor when including the top100 T cell clones. Frequencies that listed on the right of each heat map represent the corresponding T cell clones. The color of cell check indicates different frequency of T cell clone, the corresponding relationship between color and clone abundances are indicated by figure legend presents on the bottom of figure. Patient identifications and lesion names are showed on the top of figure. 
 Patient 1  T1  92348  54922  8250  928  56  1  T2  353327  43598  5585  1263  92  3  T3  660022  47820  7006  963  62  4  T4  354469  56554  4165  1405  110  2  T5  365603  40223  5659  1099  101  5  N  282919  44087  4466  1146  58  6  B  754882  74349  10752  669 T1  248008  27512  4555  744  88  12  T2  250548  30679  4520  724  99  11  T3  251348  34939  4969  830  111  9  T4  247193  29341  4212  801  90  13  T5  267054  34784  4315  903  120  10  N  341843  31999  5544  781  75  9  B  743387  76398  11594  560  25  4  Patient 4  T1  557998  46921  7583  1260  75  5  T2  383495  40549  6708  938  86  7  T3  316280  47687  5977  942  81  10  T4  540664  36203  6348  1156  67  7  T5  361007  32133  6265  1002  80  8  T1_RE  737552  57707  8307  1066  62  5  T2_RE  539613  43855  7193  934  76  5  T3_RE  606530  52771  6371  983  61  5  T4_RE  740588  49616  6103  1018  54  6  T5_RE  538252  45968  6863  998  68  7  N  455048  44726  6622  865  67  4  B  438425  31298  4113  299  56  2  Patient 5  T1  216861  33048  3940  954  104  9  T2  341425  32382  4413  723  82  6  T3  245995  34909  3797  940  93  7  T4  384494  39659  4915  830  72  7  T5  283815  30732  4562  825  95  9  N  415023  42159  7090  927 
